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BiomedProtection is becoming ElectronBio

e About ElectronBio

We are the first company in the filed of Electronic Biology and world leaders in “Long-
Range-Intermolecular Interactions” analysis.

“At ElectronBio, we intend to reinvent drug discovery, screening and design. To increase
speed while reducing risk. To power artificial intelligence with electronic biological

datasets that currently don’t exist.”

Co-founders: Michael Chambers, John Ballantyne and Slobodan Paessler



Principles for importance of long-range intermolecular interactions

e General facts:

e Proteins in human cell :Total number of proteins in human cell: 2—4
million proteins per 1 cubic micron (um3).

e Volume of human cell: ~4000 pm3,

e Total number of proteins in human cell: 8 — 16 billion proteins per cell.

e Cell surface receptors: Total number of proteins in the plasma membrane of
the human cell: 100 — 200 million.



Molecular interactions in biological systems

Ligand - Receptor
Antibody - Antigen
Enzyme - Substrate
Drug - Target

1. Long-range interaction >5A

Recognition and targeting

( 5A - 1000A)

2. Short-range interactions

Chemical binding
(< 5A)

The role of long-range intermolecular interactions in discovery of new drugs. Expert Opin Drug Discov. 2011 (12):1263-70.



COMMUNICATION BETWEEN PEOPLE
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DECOMPOSITION OF SPECTRUM OF AUDIO SIGNAL

FREQUENCY 20 to 20,000 Hz




COMMUNICATION BETWEEN BIOLOGICAL
MOLECULES
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ELECTRODYNAMIC SIGNAL BETWEEN BIOMOLECULES
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COVID 19 analyzed with EB

e History of developments:

1. Virus showed up “officially in Dec of 2019”

2. Few weeks after sequence from China was available, we published this

paper https://f1000research.com/articles/9-52 (Jan 27th of 2020)

3. In this paper we proposed the domain in S1 (aa 266-330) to be essential for
“targeting” of ACE2 receptor (also this is first published paper in the world to assert ACE2
being the human receptor for COVID)

4. Virus has changed RBD and other parts significantly and that’s what all companies are
chasing for vaccine development (same as flu does).



https://f1000research.com/articles/9-52

Targeting domain

is unch

anged up to date

variant Spike Protein Mutations
Alpha Del Y144 ngw ° Dega ° T7‘.1'6|
B.1.1.7 Del A570D P681H
HB9-V70
Beta D215G  R246l K417N erésow DG1=46 °
B.1.351 L18F  D80A Del E484K A701V
L242-1244
Qaniima T20N o~ o K417T =l\é50|Y D61=4G "
P.1 L18F P26S D138Y R190S E484K HB55Y
Delta T1=9F1 ° T=478K Degae Psgm
B.1.617.2 Del L452R
F157-R158 G446
Omicron AB7V T95I G142D N2111ins215EPE || £339D | Q4388 Tsa7k  De14G NeTOK
B.1.1.529 (BA.1 S
-1.1.529 (BA.1) Del Del  Del212 S371L K417N S477N Q498R HB55Y P68TH N
69-70  143-145 S373P | T478K N501Y
S375F N440K E484A Y505H
T376A
T191 L24S \ R408S
. \ / G142D V213G 339D \ D405N Q493R D614G  N679K
Omicron — O O @
BA.2 Del S371L K417N S477N Q498R HE55Y P68TH N
25-27 S373P | T478K N501Y
S375F N440K E484A Y505H
T376A
TRILpS 142D \ DioeN u’szi R D614G N679K S704L
. 1 \ /
Omicron \/ G14: V2136 339D | D405 Q4931 614G
—@x @ @ *—O g >
BA.2.12.1 Del S371L K417N S477N Q498R H655Y P681H N
25-27 S373P | T478K N501Y
S375F N440K E484A Y505H
T376A
TRpes \faoes M’Sz::ssv N679K
. \ / 14: v21 \ / D614
Omicron Va6l G142D V213G 339D |\ D4OSN 614G
3 @ o o—© g
BA4 Del Del S371L K417N S477N Q498R He55Y P68TH N
25-27 69-70 S373P | T478K N501Y
S375F N440K E484A Y505H
T376A
T191 L24S \ Raogs 4927
. \ / G142D V213G 339D \ D405SN | FA486V D614G  N679K
Omicron 2 @ @ 0—O
BAS Del Del S371L K417N S477N Q498R HE55Y P68TH N
25-2769-70 S373P | T478K N501Y

14 3 9
\RS-CoV-2 Spike Protein

N-Terminal Domain

S375F N440K E484A Y505H

Receptor Binding Motif

(437-508) 541
|

Furin Cleavage Site
(685‘/686)

Receptor Binding Domain



Experimental Design
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Body weight and body temperature after SARS-CoV-2 Challenge
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Pandemic Preparedness

Sequence analysis of “Diseases X” within hours

Determine targets for drugs and vaccines based on EB (Universal approach)
Work with industry and government for rapid response

Monitor evolution and functional changes



Electronic Biology Science and Honey

e At ElectronBio we believe in the power of nature to promote health and
wellness.

e We plan to introduce new line of honey products featuring the
finest honey from North Dakota enriched with powerful electron acceptors
and supported by cutting-edge EB science.

e We are using honey as a natural source for new drug discovery based on
nature and electronic biology (pain, anti-inflammatory, radioprotection etc...).



Various types of biological activityes of honey




Common chemical constituents of honey

The analysis of the largest database of natural compounds (65531 molecules)
revealed that only 10% of these compounds are electron acceptors.

The content of electron acceptors in honey is >65%.
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Natural honey wholesale price in 2022

North Dakota US$ 3.01 - 3.24 per kilogram
Manuka honey US$ 140.00 per kilogram

What is the difference?

Manuka (NZ) has a good story (and ND honey does not).



Thank you!
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